Introduction

22
The last decades have seen an increase interest in the properties of anthocyanins, according to Miyazawa
23
and co-workers [1] , (1999), these compounds have healthy effects such as the reduction of heart diseases and 24 improvement of eyesight, as well as antitumoral, anticancer and antiaging effects [2] as a result of its properties [3] . 25 sors, the anthocyanins are synthesised in the cytoplasm and transported in the vacuole where they join with a 27 matrix protein and form anthocyanic vacuolar inclusions (AVI's), which are considerated the storage sites of 28 anthocyanins.
29
Quinton [5] notes that Rubus niveus is native to Asia, however it is now present all around the world. The 30 diversity of this genus forms a wide variety of fruits, that contain chemopreventive compounds such as antho-31 cyanins [6] . It is as a prennial plant, but inzones with severe winters it adopts an annual behaviour, the fruit's 32 composition is aproximately about 7,8% sugar, 0,13% protein and 0,77% ashes [7] .
33
Deighton [8] reports that the juice of Rubus niveus has a high content of anthocyanins (1.186 g/mL) which 34 increase with maturity [9] .
35
Tamara [10] reports that the blackberry is extremely sought after in the national and international market and 36 its consumption has increased in recent years.
37
PCR is a qualitative test that provides affirmative and negative answers to a specific question. The RT-qPCR 38 allows the measurement of specific genes in a given sample [11] . For the purpose of this analysis, ␤-actin has 39 been evaluated as a reference gene, as it is one of the most widely used due to its high concentrations. This allows 40 for the normalisation of a standard curve and generating reliable data in the analysis.
41
In this work, we compare the genes most directly associated with anthocyanin biosynthesis. The level of 42 transcription of the gene that specifically controls this compound is anthocyanin synthase (RuANS); RuMYB10 43 encodes a transcription factor and is used for role-specific regulation in the anthocyanin pathway [9] .
44
The knowledge and analysis of genes, their expression and functions, mark a new era in biology and 45 biotechnology in Ecuador. The current aim is to research for a more complete and detailed knowledge of 
Materials and methods
49
Sample location and size
50
The present research was conducted in the Life Sciences Laboratories (CIVABI) of the Salesian Polytechnic 51 University in Quito.
52
The number of samples was decided with the formula proposed by Yánez [13] :
Where the value of the standard deviation is 0,05 that results in a simple size of 15 extractions per gene. 
Sample collection for analysis
54
The sample consisted of a selection of ripe Rubus niveus fruits from 3 climatically and geographically important 
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RNA extraction 62
Disinfection with UV rays was performed for 15 minutes in the laminar flow chamber to prevent cross-63 contamination.
64
The PureLink ® RNA Mini Kit (Ambion, Life) was used to obtain samples of nucleic acids. 
77
For initial denaturation consisting of one cycle, the target temperature was set to 95 • C. 
Results
83
For the quantification of the analyzed samples, the standard curve points were obtained from the concentration 84 values obtained in the Qubit ® .
85
In Fig. 1 RuMYB10 genes in Rubus niveus by means of RT-qPCR.
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The variance analysis (ANOVA), classified the genes into three homogeneous groups whose means are not with Rubus we continue our efforts into the understanding and protecting our own endangered endemic species.
120
Our further aim is to understand genetic enhancement in plant species and our discoveries of the gene expression 
